for confidence intervals. Bar graphs comparing the three methods of estimating wild-hatchery introgression, the basin-wide STRUCTURE analysis using the alternative parameter set, the population-specific STRUCTURE analysis using the alternative parameter set, and the population-specific STRUCTURE analysis using the default parameter set. The y-axis represents the total number of individuals showing wild-hatchery introgression (q-values to a hatchery cluster > 0.1) for each hatchery strain (top) and for each major drainage basin (bottom). 
